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VI-1 Introduction

The number of HIV-2 and SIV sequences is growing much
more slowly than for HIV-1, particularly for complete or near-
complete genomes. In selecting the set of sequences to present
here, we eliminated some sequences derived from the same
sample, patient, or isolate. We further omitted a few that were
very closely related.

In addition to the proteins from the full genome alignment,
we have included additional gene-length fragments available for
each protein. There are many additional gene-length sequences
included for Env, Vif, and Nef, and a few for the other genes.
The differing numbers of sequences in each protein alignment
represent the differing availability of gene-length HIV-2 se-
quences.

In these alignments, as in the database, we label sequences
according to their native host. Thus, transfers of SIVsmm into
humans have produced HIV-2 groups A through G. Uninten-
tional transfers of SIVsmm into captive macaques are named ac-
cording to the receptive host (Rhesus macaques = mac, Stump-
tailed macaques = stm, and Pig-tailed macaques = mne). How-
ever, intentional, experimental cross-species transfers of virus
remain labeled as being from the original host (e.g., HIV-1 in-
jected into a chimpanzee is labeled HIV-1, not SIVcpz; and
SIVsmm injected into a Rhesus macaque is labeled SIVsmm,
not SIVmac).
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HIV-2/SIV Proteins Annotated features

VI-2 Annotated features

Features of HIV-2 annotated in the alignment that follows.

Feature Protein Location Page
Gag pl5 start Gag 1
pl5end Gag 135
p27 start Gag 136
p27 end Gag 364
p2 start Gag 365
p2 end Gag 381
p8 start Gag 382
p8 end Gag 433
pl start Gag 434
pl end Gag 447
po start Gag 448
PTAP motif Gag 458-461
PSAP in HIV-2B, U Gag 476-479
p6 end Gag 511
Gag end Gag 511
Pol p15 start Pol 1
pl5end Pol 67
protease start Pol 68
protease end Pol 166
p51 RT start Pol 167
D catalytic site Pol 276
DD catalytic site Pol 351
p51 RT end Pol 605
p15 RNase H start Pol 606
p15 RNase H end Pol 725
p31 Integrase start Pol 726
p31 Integrase end Pol 1020
Pol end Pol 1020
Vif start Vif 1
Vif end Vif 215
Vpx start Vpx 1
Vpx end Vpx 113
Vpr start Vpr 1
Vpr end Vpr 102
Tat start Tat 1
exon 1 end Tat 99

% exon 2 start Tat 100

r Tat end Tat 131

o Rev start Rev 1

% exon 1 end Rev 24

> exon 2 start Rev 25
Rev end Rev 108
Env start Env 1
signal peptide end Env 22
gp120 start Env 23
Vi Env 113-167
V2 Env 169-211
V3 Env 311-344
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Sequences HIV-2/SIV Proteins

Feature Protein Location Page
V3 tip Env 328-334 404
V4 Env 402-432
V5 Env 472-477 405
gp120 end Env 525
gp41 start Env 526
Env end Env 880 407
gp41 end Env 830
Nef start Nef 1 408
R17Y mutation Nef 17
max HIV-1 similarity Nef 153-182
premature stop in Mac239  Nef 93 8
normal Nef end Nef 264
VI-3 Sequences
Sequences included in the HIV-2/SIV protein alignments.
Name Accession  Proteins Author Reference
MAC.US.x.239 M33262 All Kestler, H. Science 248(4959):1109-1112
(1990)
A.CL.88.UC2 U38293 All Barnett, S.W. Virology 222(1); 257-61 (1996)
A.DE.x.BEN M30502 All Kirchhoft, F. Virology 177(1):305-311 (1990)
A.DE.x.PEI2_KR_KRCG U22047 All Kraus, G. ARHR 14(1); 65-77 (1998)
A.FR.00.LA38 KY025539 Al Yamaguchi, J. ARHR 2016 Nov 2
A.FR.01.LA42 KY025543  All Yamaguchi, J. ARHR 2016 Nov 2
A.FR.02.LA36GomM KU168287  All Berg, M.G. J Clin Microbiol 54(4); 868-82
(2016)
A.FR.93.LA37 KY025538 All Yamaguchi, J. ARHR 2016 Nov 2
A.FR.96.LA40 KY025541 Al Yamaguchi, J. ARHR 2016 Nov 2
A.FR.98.LA39 KY025540, All Yamaguchi, J. ARHR 2016 Nov 2
A.FR.98.LA41 KY025542 Al Yamaguchi, J. ARHR 2016 Nov 2
A.GH.x.GH1 M30895 All Hasegawa, A. ARHR 5(6):593-604 (1989)
A.GM.87.D194 104542 All Kuehnel, H. Proc Natl Acad Sci USA
86(7):2383-2387 (1989)
A.GM.x.ISY_SBL_6669_85 104498 All Franchini, G. Proc Natl Acad Sci USA
86(7):2433-2437 (1989)
A.GM.x.MCN13 AY509259, All Schmitz, C. J Virol 78(4):2006-2016 (2004)
A.GW.86.FG_clone_NIHZ J03654 Gag, Pol, Zagury, J.F. Proc Natl Acad Sci USA
Vif, Vpx, 85(16):5941-5945 (1988) @
Vpr, Tat, Q
Rev, Env 09_
A.GW.87.CAM2CG DO00835 All Tristem, M. J Gen Virol T2(PT 3):721-724 N
(1991) 2
A.GW.x.MDS 748731 All Becker, M. Unpublished T
A.IN.O7.NNVA EU980602  All Gurjar, S.R. JAIDS 52(3); 329-35 (2009)
A.IN.95.CRIK_147 DQ307022| Gag, Pol, Santhosh, C.V. ARHR 24(10); 1315-7 (2008)
Vif, Vpx,
Vpr, Tat,
Rev, Env
A.IN.x.NIM_8 DQ973520, Gag Gurjar, R.S. ARHR 25(3); 363-72 (2009)
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https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M33262
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U38293
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M30502
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U22047
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KY025539
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KY025543
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KU168287
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KY025538
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KY025541
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KY025540
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KY025542
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M30895
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=J04542
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=J04498
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY509259
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=J03654
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=D00835
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=Z48731
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU980602
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ307022
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ973520
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HIV-2/SIV Proteins

Sequences

Name Accession  Proteins Author Reference
A.JP.O8.NMC786_clone_41 AB731742 All Umeki-Sakamoto, Unpublished
Y.
A.PT.x.ALI AF082339  All Reeves, J.D. J Virol 73(9); 7795-804 (1999)
A.SN.85.ROD M15390 All Clavel, F. Nature 324(6098):691-695 (1986)
A.SN.86.ST_JSP4_27 M31113 All Kumar, P. J Virol 64(2):890-901 (1990)
B.CI.88.UC1 L.07625 All Barnett, S.W. J Virol 67(2):1006-1014 (1993)
B.CIL.x.20_56 AB485670  All Takekawa, N. Unpublished
B.CL.x.EHO U27200 All Rey-Cuille, M. A. Virology 202(1):471-476 (1994)
B.FR.00.LA44 KY025545 All Yamaguchi, J. ARHR 2016 Nov 2
B.FR.98.LA43 KY025544 Al Yamaguchi, J. ARHR 2016 Nov 2
B.GH.86.D205_ALT X61240 All Dietrich, U. Nature 342(6252):948-950 (1989)
B.JP.01.IMCJ_KRO020_1 AB100245  All Kusagawa, S. ARHR 19(11):1045-1049 (2003)
G.CI.92.Abt96 AF208027  All Brennan, C.A. ARHR 13(5):401-404 (1997)
AB.CM.03.03CM_510_03 EU028345 All Yamaguchi, J. ARHR 24(1):86-91 (2008)
H2_01_AB.CI.90.7312A 1.36874 All Gao, F. Unpublished
H2_01_AB.JP.0O4.NMC307_20 AB731738  All Umeki-Sakamoto, Unpublished
Y.
H2_01_AB.JP.07.NMC716_01 AB731740 All Umeki-Sakamoto, Unpublished
Y.
H2_01_AB.JP.0O8. NMC842_10 AB731744  All Umeki-Sakamoto, Unpublished
Y.
U.CI.07.07IC_TNP3 KC693505  All Ayouba, A. AIDS 27(15):2488-2491 (2013)
U.FR.96.12034 AY530889  All Damond, F. ARHR 20(6):666-672 (2004)
U.US.08.NWKO08 KP890355/ All Bond, N.G. Unpublished
MAC.US x.17EC1 AY033233| Gag, Pol, Anderson, M.G. Virology 195(2):616-626 (1993)
Vif, Vpx,
Vpr, Tat,
Rev, Nef
MAC.US.x.251_1A11 M76764 All Marthas, M.L. J Med Primatol 18(3-4):311-9
(1989)
MAC.US .x.251_32H_PJ5 D01065 All Rud, E-W. (in) Brown,F, Chanock,RM and
Ginsberg, HS(Eds); VACCINES 92
MODERN APPROACHES TO
NEW VACCINES INCLUDING
PREVENTION OF AIDS:
229-235; Cold Spring Harbor
Laboratory Press, New York (1992)
MAC.US .x.251_BK28 M19499 All Hirsch, V. Cell 49(3):307-319 (1987)
MAC.US.x.MM142_IVMXX Y00277 All Chakrabarti, L. Nature 328(6130):543-547 (1987)
MNE.US.82.MNE_8 M32741 Gag, Pol, Kimata, J.T. J Virol 72(1):245-256 (1998)
Vif, Vpx,
Vpr, Tat,
Rev, Nef
MNE.US.x.MNEO027 U79412 All Kimata, J.T. J Virol 72(1):245-256 (1998)
SMM.CI.79.SIVsmCI2 JX860430  All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.LR.89.SIVsmLIB1 JX860431 All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.SL.92.SIVsmSL92A JX860432  All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.SL.92.SL92B AF334679  All Chen, Z. J Virol 70(6):3617-3627 (1996)
SMM.US.04.G078 JX860415 All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.G932 IX860416  All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M919 JX860417 All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M922 JX860418 All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M923 IX860419  All Fischer, W. J Virol 86(24):13217-13231 (2012)
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https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB731742
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF082339
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M15390
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M31113
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L07625
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB485670
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U27200
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KY025545
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KY025544
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=X61240
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB100245
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF208027
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EU028345
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L36874
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB731738
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB731740
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB731744
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KC693505
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY530889
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP890355
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY033233
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M76764
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=D01065
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M19499
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=Y00277
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M32741
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U79412
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860430
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860431
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860432
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF334679
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860415
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860416
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860417
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860418
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860419

Sequences HIV-2/SIV Proteins

Name Accession  Proteins Author Reference
SMM.US.04.M926 JX860420  All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M934 JX860421 All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M935 JX860422  All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M940 JX860423 All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M946 IX860424  All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M947 JX860425 All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M949 IX860426  All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M950 JX860427 All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M951 JX860428 All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M952 IX860429  All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.05.D215 JX860413 All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.06.FTq IX860414  All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.11.SIVsmE660_FL10 JQ864084 Gag, Pol, Wu, E. J Virol 86(16); 8835-47 (2012)

Vif, Vpx,

Vpr, Tat,

Rev, Nef
SMM.US.86.CFU212 JX860407 All Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.x.F236_H4 X14307 All Hirsch, V.M. Nature 339(6223); 389-92 (1989)
SMM.US.x.H9 M80194 Gag, Pol, Courgnaud, V. J Virol 66(1):414-419 (1992)

Vif, Vpx,

Vpr, Tat,

Rev, Nef
SMM.US.x.PBJA M31325 Gag, Pol, Dewhurst, S. Nature 345(6276):636-640 (1990)

Vif, Vpx,

Vpr, Tat,

Rev, Nef
SMM.US.x.PGM53 AF077017  All Novembre, F.J. J Virol 72(11):8841-8851 (1998)
SMM.US.x.SME543 U72748 All Hirsch, V. J Virol 71(2):1608-1620 (1997)
SMM.US.x.pE660.CG7G JX648292 Gag, Pol, Lopker, M. J Virol 87(10); 5477-92 (2013)

Vif, Vpx,

Vpr, Tat,

Rev, Nef
STM.US.89.STM_37_16 M83293 All Novembre, F.J. Virology 186(2):783-787 (1992)
A.FR.02.001006_CNA_vif KP226314  Vif Bertine, M. AIDS 29(7); 779-84 (2015)
A.FR.08.012100_CNA_vif KP226327  Vif Bertine, M. AIDS 29(7); 779-84 (2015)
A.FR.08.013050_CNA_vif KP226332  Vif Bertine, M. AIDS 29(7); 779-84 (2015)
A.FR.08.045009_CNA_vif KP226354  Vif Bertine, M. AIDS 29(7); 779-84 (2015)
A.FR.08.052004_CNA_vif KP226358  Vif Bertine, M. AIDS 29(7); 779-84 (2015)
A.FR.09.018036_CNA_vif KP226339  Vif Bertine, M. AIDS 29(7); 779-84 (2015)
A.FR.10.008010_CNA_vif KP226318  Vif Bertine, M. AIDS 29(7); 779-84 (2015)
A.FR.10.009041_CNA_vif KP226323  Vif Bertine, M. AIDS 29(7); 779-84 (2015) »n
A.FR.10.012101_CNA_vif KP226328  Vif Bertine, M. AIDS 29(7); 779-84 (2015) '%
A.FR.10.012106_CNA_vif KP226330  Vif Bertine, M. AIDS 29(7); 779-84 (2015) j
A.FR.10.036019_CNA_vif KP226351  Vif Bertine, M. AIDS 29(7); 779-84 (2015) z
A.FR.11.018042_CNA_vif KP226341  Vif Bertine, M. AIDS 29(7); 779-84 (2015) >
A.FR.11.031014_CNA_vif KP226348  Vif Bertine, M. AIDS 29(7); 779-84 (2015) T
A.FR.11.038004_CNA_vif KP226352  Vif Bertine, M. AIDS 29(7); 779-84 (2015)
A.PT.93.JAU1 1.28935 Vif Ribeiro, A.C. ARHR 14(5):465-469 (1998)
B.FR.00.045004_CNB_vif KP226389  Vif Bertine, M. AIDS 29(7); 779-84 (2015)
B.FR.10.013048_CNB_vif KP226378  Vif Bertine, M. AIDS 29(7); 779-84 (2015)
B.FR.10.016002_CNB_vif KP226380  Vif Bertine, M. AIDS 29(7); 779-84 (2015)
B.FR.11.009042_CNB_vif KP226370  Vif Bertine, M. AIDS 29(7); 779-84 (2015)
B.FR.11.013039_CNB_vif KP226376  Vif Bertine, M. AIDS 29(7); 779-84 (2015)
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https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860420
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860421
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860422
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860423
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860424
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860425
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860426
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860427
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860428
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860429
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860413
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860414
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JQ864084
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860407
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=X14307
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M80194
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M31325
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF077017
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U72748
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX648292
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M83293
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP226314
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP226327
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP226332
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP226354
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP226358
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP226339
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP226318
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP226323
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP226328
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP226330
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP226351
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP226341
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP226348
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP226352
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L28935
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP226389
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP226378
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP226380
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP226370
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP226376

HIV-2/SIV Proteins Sequences

Name Accession  Proteins Author Reference
B.FR.11.013040_CNB_yvif KP226377  Vif Bertine, M. AIDS 29(7); 779-84 (2015)
B.FR.11.018004_CNB_vif KP226381  Vif Bertine, M. AIDS 29(7); 779-84 (2015)
B.FR.11.018038_CNB_vif KP226382  Vif Bertine, M. AIDS 29(7); 779-84 (2015)
A.SN.x.A2057 U81849 Vpx Stivahtis, G.L. J Virol 71(6):4331-4338 (1997)
A.SN.x.A640 U81845 Vpx Stivahtis, G.L. J Virol 71(6):4331-4338 (1997)
A.SN.x.A640 U81837 Vpr Stivahtis, G.L. J Virol 71(6):4331-4338 (1997)
A.US.93.7924A U81835 Vpr Stivahtis, G.L. J Virol 71(6):4331-4338 (1997)
A.GM.90.CBL24 AJ238995 Env Vella, C. ARHR 15(15); 1399-402 (1999)
A.GM.x.CBL21 U05350 Env Breuer, J. J Gen Virol 1995 Feb;76( Pt
2):333-45
A.GM.x.CBL22 U05351 Env Breuer, J. J Gen Virol 1995 Feb;76( Pt
2):333-45
A.GW.06.CA65316_9 JN863892  Env de Silva, T.I. J Virol 86(2); 930-46 (2012)
A.GW.06.CA65319_7 JN863893 Env de Silva, T.I. J Virol 86(2); 930-46 (2012)
A.GW.06.CA65330_5 JN863894  Env de Silva, T.I. J Virol 86(2); 930-46 (2012)
A.GW.06.CA65409_14 JN863896  Env de Silva, T.I. J Virol 86(2); 930-46 (2012)
A.GW.x.CA7205_8 JN863897  Env de Silva, T.I. J Virol 86(2); 930-46 (2012)
A.GW.x.CA7253 JN863898  Env de Silva, T.I. J Virol 86(2); 930-46 (2012)
A.GW.x.CAM1 U05359 Env Breuer, J. J Gen Virol 1995 Feb;76( Pt
2):333-45
A.GW.x.CAM3 U05355 Env Breuer, J. J Gen Virol 1995 Feb;76( Pt
2):333-45
A.GW.x.CAM4 U05356 Env Breuer, J. J Gen Virol 1995 Feb;76( Pt
2):333-45
A.GW.x.CAM5 U05357 Env Breuer, J. J Gen Virol 1995 Feb;76( Pt
2):333-45
A.GW.x.CAM6 U05358 Env Breuer, J. J Gen Virol 1995 Feb;76( Pt
2):333-45
A.PT.00.00PTHCC20_1 GU983949| Env Rocha, C. Retrovirology 2013 Oct 24;10:110
doi: 101186/1742-4690-10-110
A.PT.03.ABG JF683340 Env Dias-Rito, E.I. Unpublished
A.PT.03.P1_6 KX791209  Env Chen, C.-Y. J Virol 2016 Sep 28 pii:
JVI01451-16
A.PT.03.P2_7 KX791214| Env Chen, C.-Y. J Virol 2016 Sep 28 pii:
JVIO1451-16
A.PT.03.P3_12 KX791221| Env Chen, C.-Y. J Virol 2016 Sep 28 pii:
JVI01451-16
APT.03.P4_11 KX791227| Env Chen, C.-Y. J Virol 2016 Sep 28 pii:
JVIO1451-16
A.PT.04.P6_3 KX791229| Env Chen, C.-Y. J Virol 2016 Sep 28 pii:
T JVIO1451-16
=z A.PT.10.P7_10 KX791235| Env Chen, C.-Y. J Virol 2016 Sep 28 pii:
o IVI01451-16
—30 A.PT.10.P8_6 KX791239| Env Chen, C.-Y. J Virol 2016 Sep 28 pii:
o} JVIO1451-16
2 A.PT.92.93PTHDESC_13 JX219596  Env Rocha, C. Retrovirology 2013 Oct 24;10:110
doi: 101186/1742-4690-10-110
A.PT.98.98PTHDECT _13 GU983928  Env Rocha, C. Retrovirology 2013 Oct 24;10:110
doi: 101186/1742-4690-10-110
B.x.06.8704A_06_01 JX235884  Env Kong, R. J Virol 86(2); 947-60 (2012)
A.ES.x.51084 U76642 Nef Switzer, W.M. J Infect Dis 177(1):65-71 (1998)
A.GW.03.20P2C9_8 KX668892| Nef Heigele, A. Cell Host Microbe 20(3):381-391
(2016)
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https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP226377
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP226381
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KP226382
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U81849
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U81845
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U81837
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U81835
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ238995
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U05350
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U05351
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN863892
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN863893
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN863894
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN863896
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN863897
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN863898
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U05359
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U05355
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U05356
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U05357
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U05358
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GU983949
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JF683340
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KX791209
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KX791214
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KX791221
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KX791227
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KX791229
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KX791235
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KX791239
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX219596
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GU983928
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX235884
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U76642
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KX668892

Sequences HIV-2/SIV Proteins

Name Accession  Proteins Author Reference
A.GW.03.29P2E9_6 KX668893| Nef Heigele, A. Cell Host Microbe 20(3):381-391
(2016)
A.PT.x.1096 AJ344398  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)
A.PTx.1139 AJ344392  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)
A.PT.x.1147 AJ344390  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)
A.PTx.1215 AJ344393  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)
A.PT.x.1227 AJ344391 Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)
A.PT.x.1320 AJ344394  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)
A.PTx.138 AJ344378  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)
A.PT.x.1395 AJ344397  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)
A.PT.x.1543 AJ344405 Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)
A.PT.x.1544 AJ344407  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)
A.PT.x.268 AJ344410  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)
A.PT.x.427d AJ344415  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)
A.PT.x.483 AJ344401 Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)
APTx.511 AJ344402  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)
A PT.x.741 AJ344384  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)
A.PT.x.794 AJ344388  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)
A.PT.x.956 AJ344369  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)
APTx.B1_1 AJ344406  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)
A.PT.x.EP AJ344387  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299
(2003)
A.PT.x.LF3 AJ344383  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299 "
(2003) =
A.PT.x.MP2 AJ344386  Nef Padua, E. J Gen Virol 84(PT 5):1287-1299 <l
(2003) S
A.PT.x.P1 AJ344381 Nef Padua, E. J Gen Virol 84(PT 5):1287-1299 >
(2003) I

HIV Sequence Compendium 2017: HIV-2 Proteins 383


https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=KX668893
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344398
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344392
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344390
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344393
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344391
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344394
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344378
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344397
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344405
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344407
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344410
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344415
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344401
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344402
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344384
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344388
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344369
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344406
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344387
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344383
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344386
https://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ344381
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SMM.US.x.pE660.CG7G -V
STM.US.89.STM_37_16
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A.CI.88.UC2 A---A i VASQ I D EAV----T----------- Verm e e E----- I---IH---I- 0 ------ N--AQ-Q 24
A.DE.x.BEN A - EAV \ -II---TH---I-LL- - - 24
A.DE.x.PEI2 KR_KRCG - Vv -SH-- —-KL VDAI 24
A.FR.00.LA38 \ -SH---I KL- 23
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A.FR.98.LA39 Vv 27
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A.SN.85.R0OD \ 25
A.SN.86.ST_JSP4_27 Y 24
B.CI.88.UC1 v 25
B.CI.x.20 56 25
B.CI.x.EHD 24
B.FR.00.LA44 \ 25
B.FR.98.LA43 Vv 25
B.GH.86.D205_ALT v 22
B.JP.01.IMCI”KR0O20_1 Voromm- - HI--.--N-------- 25
G.CI.92.Abt96 O LR Ey CEE PP 807
AB.CM.03.03CM_510_03 v 825
H2 01 AB.CI.90.7312A \ 25
H2”01”AB.JP.04.NMC307_20 Vv 25
H2”01"AB.JP.07.NMC716-01 Vv 25
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SMM. US.04.M950
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SMM.US.06.F 3 V-AE-
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SMM.US.86.C \ V-A--
SMM. US. x. F236 H4 \ V-AE-
SMM. US.x.H9 \ V-AX-
SMM.US.x.PBJA \ V-AE-
SMM. US. x.PGM53 \ V-AE-
SMM. US. x.SME543 \ V-AE-
SMM.US. x.pE660.CG7G \ V-AE-
STM.US.89.STM_37_16 \ V-Al
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DE. x.BEN
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LA36GoiiM ~
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013050~ CNA“Vif
045009 CNA“Vif
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1936019 CNA vif
1018042 CNA Vif
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o
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.QND- P RDST—
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.87.D
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0 ---GS5--5S5---N-
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FR.10.013048 CNB_vif
FR.10.016002 CNB_vif
FR.11.009042 CNB”vif
FR.11.013039 CNB_vif
FR.11.013040_CNB_vif
FR.11.018004 CNB”vif
FR.11.018038_CNB_vif
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186.D205 ALT

JP.01.IMCI"KRO20_1
CI.92.Abt96

AB.CM.03.03CM_510_03

H2 01 AB.CI.90.7312A
H2_01 AB.JP.04.NMC307_20
H2"01AB.JP.07.NMC716_01
H2~01_AB.JP.08.NMC842”10
U.CI.07.07IC TNP3
U.FR.96.12034
U.US.08.NWK08

MAC.US.x.17ECL

G
KNG---»SA-
ERRNGP- - -ST-

EXKXG- - - -SA-

D000 IO
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ShM:SL.92. STVsmsioza

..EH R
..8 DG-KRTD-S
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SMM. US.04.M922 H-
SMM.US.04.M923 H-
SMM. US.04.M926 H-
SMM. US.04.M934 H-
SMM. US.04.M935 H-
SMM. US.04.M940 H-
SMM. US.04.M946 H-
SMM. US.04.M947 H-
SMM. US.04.M949 H-
SMM. US.04.M950 H-
SMM.US.04.M951 H-
SMM. US.04.M952 H-
SMM. US. 5.0215 H-
SMM.US.06.F 3 H-
SMM. US. 1.SI SmEGGG FL10 H-
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SMM. US. x.H9
SMM.US.x.PBJA
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SMM. US. x.SME543
SMM. US.x.pE660.CG7G
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FR.10.012106 CNA"vif
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.10.016002_CNB_vif
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1AB.JP.04.NMC307_20
1"AB.JP.07.NMC716_01
1_AB.JP.08.NMC842_10

U.CI.07.07IC TNP3
U.FR.96.12034
U.US.08.NWK08
MAC.US.x.17ECL
MAC.US.x.251 1A11
MAC.US.x.251 32H P15
MAC.US.x.251 BK2
MAC.US.x.MM142 TIVMXX
MNE.US.82.MNE 8
MNE.US.x.MNEO27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.SL92B

SMM. US.04.G078

SMM. US.04.G932

SMM. US.04.M919

SMM. US.04.M922
SMM.US.04.M923

SMM. US.04.M926

SMM. US.04.M934

SMM. US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950
SMM.US.04.M951

SMM. US.04.M952
SMM.US. 5.0215
SMM.US.06.F 3

SMM. US. 1.SI SmEGGG FL10
SMM.US.86.C

SMM. US. x. F236 H4

SMM. US.x.H9
SMM.US.x.PBJA

SMM. US.x.PGM53

SMM. US. x.SME543
SMM.US.x.pE660.CG7G
STM.US.89.STM_37_16
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N22 21 SRR NNRag- 2c0sEha Tv-
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SI-X-RK-NNRAQ-GSSQ-LAPRTH-
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CCReCoIIIINL- RK NNRAQ GSSQSFAP-TH---------- .
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MAC.US.x.239
CI.88.UC2

.X.BEN
DE.x.PEI2 KR_KRCG
00.LA38

.01.LA42
FR.02.LA36GomM
.LA37

X
GM.87.D

GM.X. ISY SBL 6669 85
GM.X. MCN13

GW.86.FG clone NIHZ
Gw.87 BS 2CG

IN:95.CRIK 147
JP.08.NMC786_clone 41
TOX.ALT -

SN.85.R0OD
SN.86.ST_JSP4_27
SN.x.A2057
SN.x.A640

CI.BB uc1

198.LA43
GH.86.D205 ALT
JP.01.IMCI_KRO20 1
CI.92.Abt96
AB.CM.03.03CM_516_03

H2_ 01 AB.CI.90.7312A
H2"g17AB.JP.04.NHC307 20
H2-01"AB.JP.07.NMC716~01
H2~01"AB.JP.08.NMC842"10
U.CI.07.07IC TNP3
U.FR.96.12832
U.US.08.NWK08

MAC.US.x

MAC.US:x.

MAG U 1% 52300 pas
MAC.US.x.251 BK28
MAC.US . x:MM132_TVMXX
MNE.US.82.MNE_8

MNE . US . x.MNEG27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
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SMM. US.04.G07
SMM. US.04.G932
SMM.US.04.M919
SMM. US.04.M922
SMM.US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM.US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM. US 5.0215
SMM.US.06.F 3
SMM.US.11.SI smEGGG FL10
SMM.US.86.CFU212

.F236_H4
9

-PBJA
PGM53

SME543
PE660. CG7G
9.STM 37 16
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a
9 X X X X X X
T

Vpx start
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i R
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.X.BEN
DE.x.PEI2 KR_KRCG
00.LA38

.01.LA42
FR.02.LA36GomM
.LA37

X
GM.87.D

GM.X. ISY SBL 6669 85
GM.X. MCN13

GW.86.FG clone NIHZ
Gw.87 BS 2CG

IN:95.CRIK 147
JP.08.NMC786_clone 41
TOX.ALT -

SN.85.R0OD
SN.86.ST JSP4_27

X
US.93.7924A
CI.BB uc1

198.LA43
GH.86.D205 ALT
JP.01.IMCI_KRO20 1
CI.92.Abt96
AB.CM.03.03CM 510 03

H2_ 01 AB.CI.90.7312A
H2"917AB.JP.04.NHC307 20
H2-01"AB.JP.07.NMC716~01
H2-01"AB.JP.08.NMC842"10
U.CI.07.07IC TNP3
U.FR.96.12032
U.US.08.NWK08

MAC.US.x

MAC.US:x.
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MAC.US.x.251 BK28
MAC.US . x:MM132_TVMXX
MNE.US.82.MNE_8
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SMM.LR.89.SIVsmLIBL
SMM.SL.92.SIVsmSL92A
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SMM. US.04.G07
SMM. US.04.G932
SMM.US.04.M919
SMM. US.04.M922
SMM.US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM. US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM. US 5.0215
SMM.US.06.F 3
SMM.US.11.SI smEGGG FL10
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SMM. US
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------ RT-THPP-TPD-S--10-GDSR-T-KQ- . -P-TP--TS--- ..
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8- -T--GDS--T-KQ-KAL-TT-E-DS-P-- .
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--T--HS----D-5--T--GNS- - - -KQ-K-L-T-LE-IG-P-

.SS-R--TT

.SS-RT-VTA- -TD SL-AN-GDS--T-KQ-TK--TKGS - D--P-- .
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.SA-R--TTAP--PD-SL-A--GDS--T-KQ-KE--TTGT-D--P--.. -
..SS-R--VTAPT---ESL-T-A-DG--A-KQ-KE--TTRT-D----- SD e
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T

Bev start exon 1 end exon 2 start
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--ER.AD
-NGR.
-TER.
-TER.
-TER. -LRK R Q S N-R Q T S QT-----G-T-QDL - .
»-EA.-D GLR RLRLIRL- HOTNPYPKELGTAROR NR-R-WQQ-WR-LVALADRIYTFPDP- ANSPLDRAIQHLOGLTIQDLPDP TNPPESSESTDSN Q-LAET.
HLRK R Q-R---S N-R R--V SLHT A-S RT--H--G-T-QDP------ P-GTSESTDNNQGLAKT .
-L--PSESTDSNQ-LAKT.

Dovvvnnnnn AET.
Ng“ggLAET.
-LQEEOGSLPAVWVRVDPRSVPGPREGYKRDSYERGEELVGGSGTNRKGDTRSSTKDOAGSRNCPPV

HL--S Q-LAET
-L--SSESIDSSQ- LAEI
..QAFTCI NPS! ERD KSP! KDS DPQEDQTRT.
T.. QAFACIP VWDOLAPRSNPSSNEGCGRDSCERGKSPMGSSCKNGGGNHRGPOENOTRT.
. .QASTCIP-IWDQLVPRSNPSSSQGCGRDSCERGEDLVGSPQESGRRDHCNTQEDQTRG.
.QASTCIP-VWDRLVPRSSPSSNEGCGRDSCEHRKGPMGGPQESSESNHRDPHKDQTRG .

SN- . .QAPIRIPSVWDQLVPRSNPSSSEGYERDSCERGGGLMGGSQKSGESNHRDPQENQTKI -
L- -H -R TV DL- N——P LNOSPTTQAPGCVP VWDQLVPRSAPSGSKGYGRNSCECRRDLMGGSQESGESNHRDPQENQTRT
----- S---N-R------GL- I--—--Q HPL--S--EE--N-------K-TV-DL-T---S Q-STCIP-IWDRLVPRSNPSSDEGCGRDSYKHRKGPMGGSQKNSEGNRRDPQEDQTRTR
--------- N-R-K-KQ--L-I-----------X--ARE----------5-T- QDX-—S--AV KN— ODP-SN.............................................................

-N-R---K--GL-I-
S---N-R---K--GL-I-
S---N-R---K--GL-I-
5---N-R---K--GL-I-
-N-R---K--GL-I-

. QAPVCIP VWDRLVPRSAPSSSEGYERDSCECGRDLMGSSQGGGESDPRDPQKNQTRT.
.. .QAPVCVP- IWDRLVPRSSPSSSGGYGRDSCEHREDLMGGSQEDGEGNHRSPQKNQTGA .
.. .QAPARTP - VWDQLAPRSSPSRREGCGRDSYERQQDHMGGSQEDGEGNHRNPQKNQTRT .
.. .QAPARTP-VWDQLAPRSSPSRCEGCGRDSCERQQDLMGGSQKDGEGNRRNPQENQTRT .
T...QAPARTP-IWDQLAPRSSPSRCESCGRDSYERHQDHMGGSQKDGEGNHRNPQKNQTRT.
-S---AEL-E--SGL--S...TDSNQ-TSEA

-S- -G---QDL-E--AVV--H. .Q-TS,
------ VH------V-8-----V----R-N- QEL- - - -PAD-VDPQENQCS-N-N

-G-S--DL-E--R-L-TS-S55Q-QD.
—S—--QDL E--ATV--T-RSN- TSO--N
DL-E I--T-KPDKQ-P

E----V--T-R-S--NP VH A.
- ---SV----QSAA-NP-DH-N.
Q- SV----H-I--SP--H-N.
“R-R---KQ-
-R-R---KQ-

Q-

S
SV--T--ST--SP--H
-ASV- -D-RSSPDSP-DH- -
-ASA-GD-QSVA-5P--H-T
“VAKSP,

SuI0IJ ATS/T-ATH
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T0v

MAC.US.x.239
CI.88.UC2

.X.BEN
DE.x.PEI2 KR_KRCG
00.LA38

.01.LA42
FR.02.LA36GomM
A37

X
GM.87.D
GM.X. ISY SBL 6669 85
GM.x. MCN13
GW. 8 FG clone_NIHZ
.87 CAM2CG

DS

IN:95.CRIK 147
JP.08.NMC786_clone 41
TOX.ALT -

SN.85.ROD
SN.86.ST_JSP4 27

FR.98.LA43

GH.86.D205 ALT

JP.01.IMCI"KRO20_1
CI.92.Abt96

AB.CM.03.03CM 510 03

H2 01 AB.CI.90.7312A

H2 01"AB.JP.04.NMC307 20

H2 01"AB.JP.07 .NMC716~01

H2-01AB.JP.08.NMC842"10

U.CI.07.07IC TNP3

U.FR.96.12034

U.US .08 . NWKDS

MAC.US.x.17ECL

O WODWWEEW >>>>>>>>>>>P>>>>>E>>>> >
I
=

\US. K
MAC.US . x.MM142_TVMXX
MNE.US.82.MNE_8
MNE.US . . MNEG27
SMM.CT.79.SIVsmCI2
SMM.LR.89.5TVsmLIB1
SMM.SL.92.5TVsmSL92A

192.5L92B

SMM.US.04.
SMM.US.04.G932

SMM. US.04.M919

SMM. US.04.M922
SMM.US.04.M923

SMM. US.04.M926

SMM. US.04.M934

SMM. US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950
SMM.US.04.M951

SMM. US.04.M952
SMM.US. 5.0215
SMM.US.06.F 3

SMM. US. 1.SI SmEGGG FL10
SMM.US.86.C

SMM. US. x. F236 H4
SMM. US.x.H9
SMM.US.x.PBJA
SMM. US. x.PGM53

SMM. US. x.SME543
SMM.US.x.pE660.CG7G
STM.US.89.STM_37_16

Rev enq\

HIV-2 Proteins
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signal peptide endvgpIZO start

Env start Vi

MAC.US.x.239 MGCLGNQLLIAILLLSVYGIY&T LYVTVFYGVPAWRNATIPLFfATKNRDTWGTTOELPDNGDYSEVALNVTESFDAW NNTVTEQAIEDVWOLFETSIKPfVKLSPLfITMRENKSETDRWGLTKSITTTASTT .............. STTASAKVDMVNETSSE 151
A.CI.88.UC2 . .D . ...-NPSYLTII--S-T- 148
A.DE.x.BEN . . N- 9
A.DE.x.PEI2 KR_KRCG .DSR---IV T-ACL . -V----N- Q STS ESSNS SEGS- . VPEIL 39
A.FR.00.LA38 R T - - . 49
A.FR.01.LA42 27
A.FR.02.LA36GomM 47
A.FR.93.LA37 39
A.FR.96.LA40 S . . . . . 41
A.FR.98.LA39 - GGl KT---V--F A-ACL- . . . ..S - 44
A.FR.98.LA41 -MSGRI - - -V- -F-A-ACL - . . T---V--M--NTG-NGT-T-TP, . . 50
A.GH.x.GH1 -.-GKSL-CV-S--A-A-LV- . . TTTGSTTG . . MSEI P. 136
A.GM.87.D194 EPGR \ T-ACL- . S . R VA TSGTT, . . e T 37
A.GM.90.CBL24 44
A.GM.x.CBL21 41
A.GM.x.CBL22 40
A.GM.x.ISY SBL 6669_85 37
A.GM.x.M - 44
A.GW.06 CA65316 54
A.GW.06. CA65319 7 41
A.GW.06 43
A.GW.06. CA65409 14 46
A.GW.86.FG clone NIHZ 37
A.GW.87.CAM2CG 43
A.GW.x.CA7205 8 35
A.GW.x.CA7253 39
A.GW.x.CAM1 44
A.GW.x.CAM3 42
A.GW.x.CAM4 43
A.GW.x.CAM5 . GNATTLSN T.... 43
A.GW.x.CAM6 V. . S... ...TTAA-TTPGMTVI- - - -P 50
A.GW.x.MDS . . ....RA--TAPRNTTIS-N-P- 156
A.IN.07.NNVA RE -VV-- . . TT-APT--PE . ... INETTEIS-NT-- 145
A.IN.95.CRII -AH T-AC ...Q I . T -TTT . . .. -TP-PI----NT-- 146
A.JP.08.N C786 clone 41 . A .D T---VA- S--RTSNPTTPAGTTKS . . 45
A.PT.00.00PTHC . V A-ACL . . T---VA---T . I 20
A.PT.03.ABG 49
A.PT.03.P1 6 42
A.PT.03.P2°7 47
A.PT.03.P3712 43
A.PT.03.P4"11 51
A.PT.04.P63 44
A.PT.10.P7710 41
A.PT.10.P8” 6 43
A.PT.92.93PTHDESC 13 43
A.PT.98.98PTHDECT 13 N 20
A.PT. - SDP- 141
A.SN.85.R0OD . . TDOEQEIS DTP- 46
A.SN.86.ST_JSP4_27 C S TTS-PTT .TTANTTIG-N 40
B.CI.88.UC1 AHTS-H-F-LL--I----FLGH. . T---VA----NTG- NTTTKPITTPI T 47
B.CI.x.20 56 -AHINSH---SL--I----CM-K....Q T---VA-N-STNN-RTNNT-A-T--GN 44
B.CI.x.EHD -AHVN-Y--VTL--I-I--YMGK 45
B.FR.00.LA44  -AHTS-H---LL--I---- - 47
B.FR.98.LA43 . 44
B.GH.86.D205 ALT -Q . T---VA-N-S-T--NPGNASS 47
B.JP.01.IMCJ”KR020 1 fAHINKY FA-L--I- I**FMGE . I i i D Vi N V--N-SNLN-TANTT-ANNI-A .-KNIS-L-GND-- 143
B.x.06.8704A~06_01 -AYSSSR -L--I-I---V-R . ---VA-W-F-NG-NGTNQERTNI-. . . ...STII---DP- 139
G.CI.92.Abt96 .Y Te---T--F---.... . -V----N- T----A----- T--NK----GTT-V-PA-V. \....P--KMVTAEL--S--Q- 151
AB.CM.03.03CM_510_03 -AYSSSC-P-TL----IC-FT-K . . ---R- T---VA-N-TTT-ATPQNT-TRN......... PRI TTIIEDNDP- 137
H2 01 AB. CI 90.7312A -GK-L-FV-S--A-A-L- K -V----S- T---VA- S——STTATTTPPSTTNN——TT 46

H2~01"AB.JP.04.NMC307 “GK-L-FV-5--A-ACL--S- T---VA-N-TNTTSNTNTP-P-NI .EGPTLI 40
H2"01AB.JP.07.NMC716~ 01 +-GK-L-FV-5--A-ACL--SA T---VA-N-TNTTSNTNTP-SPNI 40
H2_01_AB.JP.08.NMC842"10 .WGK-L-F--S--A-ACL--S- . T---VA-N-TNIASNTNTSASPP- . . L SPTTEGLT----P- 142

U.CI.07.07IC TNP3 ANITGRSEEI-G-DP- 153

U.FR.96.12034 - TAA L AMQESSKVI---EP- 148
U.US.08.NWK0o8 QT .. LTTTT--PTTT-EKEIKGNET- 155
MAC.US.x.251 1A1 50
MAC.US.x.251"32H PJ5 50
MAC.US.x.251 BK28 53
MAC.US.x.MM142_IVMXX 54
MNE.US . x.MNEG27 152
SMM.CI.79.SIVsmCI2 60
SMM.LR.89.SIVsmLIB1 . 9
SMM.SL.92.SIVsmSL92A -- . . . 54
SMM.SL.92.SL92B . . . . PLTAASPSGEEI--D-M-- 156
SMM.US.04.G078 . . .ASKAKSATPVA EV-TDS-P- 159
SMM. US.04.G6932 . D e 54
SMM.US.04.M919  -----ee---e--e-Aeo--- L Q-----e----eKemmeie oo DL -T- - - -Re - e e e oo N oo T oo - K- - =T - Q- - - -GITP-LST--T............Q---TTNTTEVI--S--- 53
SMM. US.04.M922 . 61
SMM. US.04.M923 . .. ..STTP-IQAVAEKV--DSTP- 157
SMM. US.04.M926 . . ...KST--EKVINVE--D---- 156
SMM. US.04.M934 . TPSP-TAP -MQ-T-AEI 48
SMM. US.04.M935 52
SMM. US.04.M940 65
SMM. US.04.M946 55
SMM. US.04.M947 59
SMM. US.04.M949 55
SMM. US.04.M950 52
SMM.US.04.M951 51
SMM. US.04.M952 2
SMM.US.05.D215 52
SMM. US. G.FTﬂ 51
SMM.US.86.CFU212 54
SMM.US.x.F236_H4 53
SMM. US.x.PGM53 . NEI . e DP- 156
SMM.US. x.SME543 . TAKST. . ...TST--TTVTPKVI--GD-- 155
STM.US.89.STM_37_16 e AAA-AT-PEL------- 151

SuI0IJ ATS/T-ATH
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MAC.

A V2
US.x.239 IAQDN%T.GLEOEOMISEKFNMT..GLKRDKKKEYNETWYSADLVEEOGNN ............
.88.UC2 VGA A ge N .--EQ--I-G-TD----D-V--DST-K.

.X.BEN
DE.x.PEI2 KR_KRCG
00.LA38

.01.LA42
FR.02.LA36GomM
.LA37

.x.CBL22
GM.x.ISY SBL 6669 _85
GM. x . M -
GW.06 CA65316
GW.06. CA65319 7

.06
GW.06. CA65409 14
GW.86.FG clone_NIHZ

GW.x.CA7205 8
GW.x.CA7253
GW.x.CAM1
GW.x.CAM3
GW. x.CAM4
.x.CAM5
GW.x.CAM6
GW. x.MDS
IN.07.NNVA
IN.95.C
JP.08.N C786 clone 41

PT.00.00PTHC
ABG

PT.03.P1 6
PT.03.P2”7
PT.03.P3712
PT.03.P4"11

. 3
PT.10.P7”10

.10.P8° 6
PT.92.93PTHDESC 13
PT.98.98PTHDECT_13

.85.R0D
SN.86.ST_JSP4 27

198.LA43
GH.86.D205 ALT
JP.01.IMCI KRO20 1
X.06.8704A-06_01"
CI.92.Abt96
AB.CM.03.03CM_510_03
H2 01 AB.CI. 90.7312A
H2-01-AB.JP.04.NMC307
Ho-01-AB. 3p07 - NMET 1601
H2-01"AB.JP.08.NMC842_10
U.CI.07.07IC TNP3
U.FR.96.12032
U.US.08: NWKGS

O WWWWIOW >>>>>>>>>>P>>>>>P>>>>PP P>
)
=

251 32H PJ5
.2517BK28
.MM142_IVMXX
MNE.US.x.MNEO27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.QZ.%IV;ESLQZA

=

3

Ia)

c

[
XXX %

SMM.SL.92.SL9.
SMM.US.04.G078
SMM. US.04.G932
SMM.US.04.M919
SMM. US.04.M922
SMM.US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM. US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM.US.05.D215
SMM. US. G.FTﬂ
.86.CFU212

SMM.US.x.F236_H4

STM.US.89.STM_37_16

HIV-2 Proteins

-EQ---RR-KD---LE-V--DNT.. ..
QQ- K T

. .DNRTIISLNKY
H
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MAC.
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V3 tip
V3

US.x.239 YNLTMKCRRPGNKTVLPVTIMSGLVFHS. .QP. .
A

.88.UC2

.X.BEN

.X.PEI2_KR_KRCG
0.LA38

.01.LA42
.02.LA36GomM
.LA37

.x.CBL22

.x.ISY SBL _6669_85
X

.06 CA65316

.06. CA65319 7

.06
106, CA65409 14
.86.FG clone NIHZ

A
108 NM C786 clone 41
100 00PTHC

ABG

.03.P1 6
.03.P277
.03.P3712
.03.P4’%1
.10.P7710
.10.P8 6
.92.93PTHDESC 13
.98.98PTHDECT_13

.85.R0D
186.ST_JSP4 27

.98. 3
.86.D205 ALT
.01.IMCI”KR0O20 1

.INDRPKQAW&WFGGKWKDAIKEVKOTIVKHPRYT...
LAG----K..
L-Q K

. TNNTDKINLT.

V4

APG. GGDPEVTFMWTNERGEFLYEKMNWFLNWVEDRNTANOKP

V.K--Ye5-- oo Yoo PN Te N TSOK.

S\
- --KDSN- - -AY-
K--K-5----EY-

SuI0IJ ATS/T-ATH
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X.06. 8704A_06_01"
CI.92.Abt96

AB.CM.03.03CM_510_03

H2 01 AB. CI 90.7312A
H2_01 AB.JP.04.NMC307
H2"01"AB.JP.07.NMC716" 01
H2_01_AB.JP.08.NMC842_10

U.CI.07.07IC TNP3

O WODWWIOW >>>>>>>>>>P>>>>>P>>>>P P>
)
=
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SUId

U.FR.96.12034

U.US.08.NWK0o8

MAC.US.x.251 1A1

MAC.US.x.251"32H PJ5

MAC.US.x.251 BK28

MAC.US.x.MM142_IVMXX

MNE.US . x.MNEG27

SMM.CI.79.SIVsmCI2

SMM.LR.89.SIVsmLIB1

SMM.SL.QZ.SIVsmSLQZA

SMM.SL.92.S

SMM. US. 4.6978

SMM. US.04.G6932

SMM.US.04.M919

SMM. US.04.M922

SMM. US.04.M923

SMM. US.04.M926

SMM. US.04.M934

SMM. US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950

SMM.US.04.M951

SMM. US.04.M952 AR-K
SMM.US.05.D215 E--ATEMNARNKNNR KK H-
SMM. US. G.FTﬂ R
SMM.US.86.CFU212

SMM.US.x.F236_H4 OKGGRWKOONR»»-
SMM. US.x.PGM53 WTQQTKADE|
SMM.US. x.SME543 QNSNRWKOQKKP--Q-
STM.US.89.STM_37_16 I-N-S-SEMRDWNKNK---Q-----------

AUy
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\'A] gpl20 endvgp4l start

MAC.US.x.239 ENSTVTSLIANIDW ................. IDGNQTNITMSAEVAELYRLELGDYKLVEITPIGLAPTDVKRY.TTGG. TSRNKRGVFVLGFLGFLATAGSAMGAASLTLTAOSRTLLAGIVQQOOOLLDVVKROOELLRLTVWGTKNLOTRVTAIEKYLKDOAOLNAW 609
A.CI.88.UC2 T. PA L S I A 599
A.DE.x.BEN I. 594
A.DE.x.PEI2 KR_KRCG M. 587
A.FR.00.LA38 T. 602
A.FR.01.LA42 G. 584
A.FR.02.LA36GomM L. 605
A.FR.93.LA37 Y. 595
A.FR.96.LA40 V. 586
A.FR.98.LA39 M. 590
A.FR.98.LA41 V. 601
A.GH.x.GH1 V. 586
A.GM.87.D194 S. 585
A.GM.90.CBL24 V. 595
A.GM.x.CBL21 T. 596
A.GM.x.CBL22 V. 592
A.GM.x.ISY SBL 6669_85 V. 587
A.GM.x.M - A. 589
A.GW.06 CA65316 Vv 612
A.GW.06. CA65319 7 589
A.GW.06 590
A.GW.06. CA65409 14 608
A.GW.86.FG clone NIHZ 586
A.GW.87.CAM2CG 596
A.GW.x.CA7205 8 583
A.GW.x.CA7253 587
A.GW.x.CAM1 595
A.GW.x.CAM3 597
A.GW.x.CAM4 597
A.GW.x.CAM5 590
A.GW.x.CAM6 599
A.GW.x.MDS 606
A.IN.07.NNVA 594
A.IN.95.CRII 598
A.JP.08.NI C786 clone 41 596
A.PT.00.00PTHC 558
A.PT.03.ABG 601
A.PT.03.P1 6 599
A.PT.03.P2°7 604
A.PT.03.P3712 595
A.PT.03.P4"11 612
A.PT.04.P6_3 598
A.PT.10.P7710 597
A.PT.10.P8” 6 595
A.PT.92.93PTHDESC 13 602
A.PT.98.98PTHDECT 13 556
A.PT. - 592
A.SN.85.R0OD 595
A.SN.86.ST_JSP4_27 589
B.CI.88.UC1 598
B.CI.x.20 56 588
B.CI.x.EHO 593
B.FR.00.LA44 612
B.FR.98.LA43 600
B.GH.86.D205 ALT 597
B.JP.01.IMCJ”KR020 1 586
B.x.06.8704A_06_01" 600
G.CI.92.Abt96 610
AB.CM.03.03CM_510_03 587
H2_01_AB. CI 90.7312A 598

H2~01”AB.JP.04.NMC307 592
H2”01"AB.JP.07.NMC716" 01 589
H2_01_AB.JP.08.NMC842"10 596
U.CI.07.07IC_TNP3 614
U.FR.96.12034 604
U.US.08.NWK08 617
MAC.US.x.251 1Al 608
MAC.US.x.251"32H PJ5 608
MAC.US.x.251 BK28 611
MAC.US.x.MM142_IVMXX 612
MNE . US. x.MNE27 612
SMM.CI.79.SIVsmCI2 619
SMM.LR.89.SIVsmLIB1 608
SMM.SL.92.SIVsmSL92A 615
SMM.SL.92.SL92B 616
SMM.US.04.G078 620
SMM. US.04.G932 616
SMM.US.04.M919 N-R 623
SMM. US.04.M922 N-R 622
SMM. US.04.M923 G-R 620
SMM. US.04.M926 N- 621
SMM. US.04.M934 S- 614
SMM. US.04.M935 N-R 615
SMM. US.04.M940 S- 629
SMM. US.04.M946 S- 623
SMM. US.04.M947 S- 619
SMM. US.04.M949 S- 611
SMM. US.04.M950 S- 619
SMM. US.04.M951 S- 615
SMM.US.04.M952 S- 615
SMM.US.05.D215 S- 614
SMM. US. G.FTﬂ 611
SMM.US.86.CFU212 617
SMM.US.x.F236_H4 615
SMM. US. x.PGM53 618
SMM.US.x.SME543 617
STM.US.89.STM_37_16 612

HIV-2 Proteins
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MAC.US.x.239 GCAFROV%HTTVPW....PNASLTPKWNNETWQEWERKVDFLEENITALLEEAOIOQEKNMYELQKLNSWDVFGNWFDLASWIKYIOY.
T T

CI.88.UC2
.X.BEN
DE.x.PEI2 KR_KRCG
00.LA38

.01.LA42
FR.02.LA36GomM
.LA37

.x.CBL22
GM.x.ISY SBL _6669_85
GM. x . M
GW.06 CA65316
GW.06. CA65319 7
GW.06.C
GW.06. CA65409 14

GW.x.CA7205 8
GW.x.CA7253
GW.x.CAM1
GW.x.CAM3
GW. x.CAM4
.x.CAM5
GW.x.CAM6
GW. x.MDS
IN.07.NNVA
IN.95.C
JP.08.N C786 clone 41

PT.00.00PTHC
ABG

PT.03.P1 6
PT.03.P2”7
PT.03.P3712
PT.03.P4"11

. 3
PT.10.P7”10

.10.P8 6
PT.92.93PTHDESC 13
PT.98.98PTHDECT_13

.85.R0D
SN.86.ST_JSP4 27
CI.88.UCL ET---D-E-M---Q--KR-N--DA
CI.x.20 56 E----N-TDM- - -Q--E--HY-DA---Q

V-E--K-D---M---Q---Q-R--DA---K
----M---Q--AQ-NY-DA---Q
Q--KQ-R--DA-

.98.LA43
GH.86.D205 ALT
JP.01.IMCJ”KR020 1
x.06.8704A_06_01"

O WODWWIOW >>>>>>>>>>P>>>>>P>>>>P P>
)
=

CI.92.Abt96 KQIN---D---R--
AB.CM.03.03CM 510 03 ...V-E----N-D-M---Q--E--RD--A--SQI--Q-
H2 01 AB. CI 90.7312A -D-D-M---Q--KQIRD--A--SES--Q-

H2~ 01 AB.JP.04.NMC307 20 A-D-D-M- - -Q- -KQIRY- -A--SES--Q-

H2~01 AB.JP.07.NMC716 01 A-D-D-M---Q--KQIRY- -A--SI5--Q-
H2-01 AB.JP.08.NMC842”16 --D-M---Q--TQIRY--A--SES--Q-
U.CI.07.07IC TNP3 V--KD

U.FR.96.12032
U.US .08 NWKO8

MAC.US.x 1A1

MAC.US.x.251"32H PJ5

MAC.US.x. BK28

MAC.US.x.MM142_IVMXX

MNE.US . x.MNEG27

SMM.CI.79.SIVsmCI2

SMM.LR.89.SIVsmLIB1

SMM.SL.92.SIVsmSL92A

SMM.SL.92.SL92B

SMM.US.04.G078

SMM. US.04.G6932

SMM.US.04.M919

SMM. US.04.M922

SMM. US.04.M923

SMM. US.04.M926

SMM. US.04.M934

SMM. US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950

SMM.US.04.M951

SMM. US.04.M952

SMM.US.05.D215

SMM. US. G.FTﬂ
.86.CFU212

SMM.US.x.F236_H4

STM.US.89.STM_37_16

GVYIVVGVILLRIVIYIVQMLAKLRQGYRPVFSSPPSYFQQTHIQQDPALPTREGKERDGGEGGGNSSWPWQIEYIHFLIR 774
---I-A-c-A--Vo-L-SRE-K----------G-L--1--HT-RGQ-AN-ET-G-A-DAS-YOF - --P-N- 0L - -H
A--V--L-SRF K-RGQ-AN--T-E-V-GDS-YDL- - -P-N-VQ- - -H
-D--ETDE-A-NSI-D-----P-A

--HK-QEQ-A- -ET- EGV-NDA-GR- - - -P-

- -HK-QEQ-DN-ET-G- - -NS- -GR
T-RGQ-AN- -T-E-DRDDD-YDL*- -P-N-

HT-RGQ-AN- ET-E-A-DDS - FGL- - -PLN

SuI0IJ ATS/T-ATH

ET-

- -HK-WEQ-A- -ET-E-V- -P-R-
~TPRNWEQ-D-GEI-EGV-DNV-D-LH--P-A-

HK-QEQ-A--ET-E-V-IN--DR----P-A-L
EQ-A--ET-E---DNA-D-L---P---

- -HK-LEQ-AN-ET-E-V-SN--DRY- - -P-A-T

P-RKHRGQ-AN-ET-DE- -NE-AYR-
P-HKHRGQ-AN-ET-DE- -RE-DYR-
P-RK-RGQ-AN-ET-EG--NNE-YR-
P- RKHRGO AN-ET-DE- -DE-VYI

--HT- QGO--S ET EG--ND DYR-
I fHK QEQ-AN-ET- EG—*ND**YR—

R- HKGREO AN-ET- EG--SDE- YR-
- -HEHRGQ- -N-ET-EG- -SDE-YR-

-Q-K- E G -GR-
-NQEP - IKGEG- EE--DS--YR-
HKGQE E-G---DR

- “HKL G

I

I

I

I

I

I L GQE
I

I

I

I

I QGQ- -
IY-HKGQEQ- -K--I-E-
I--HK-QE I-EG

AUy
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10.1d T-AIH

SuI

LOY

Env end

gp4l en(i

MAC.US.x.239 QLIRLLTWLFSNCRTLLSRVYQILQPILQRLSA. ...TLQRIREVLRTELTYLQYGWSYFHEAVQAVWRSATETLAGAWGDLWETLRRGGRWILAIPRRIRQGLELTLL*

CI.88.UC2 . . A EWIO--F--IA T-R------- RG-CKAVQ-I--G---V-------A-IA---
D KNSPTRR F Tl A

.X.BEN
DE.x.PEI2 KR_KRCG
00.LA38

.01.LA42
FR.02.LA36GomM
.LA37

.x.CBL22
GM.x.ISY SBL _6669_85
GM. x . M
GW.06 CA65316
GW.06. CA65319 7
GW.06.C
GW.06. CA65409 14

A
JP.08 . NM C786 clone 41
PT.00.00PTHC

ABG

PT.03.P1 6
PT.03.P2”7
PT.03.P3712
PT.03.P4"11 ISL
PT.04.P6_3 -IG-YNS-KN-I--SFPT--L-C-
PT.10.P7”10 -1G- YN% KD***KSFLT—*IVC

.10.P8° 6
PT.92.93PTHDESC 13
PT.98.98PTHDECT_13

zZoownOoOoozooooozowo=zo=

D R i
0

.85.R0D
SN.86.ST_JSP4 27

198.LA43
GH.86.D205 ALT
JP.01.IMCI"KR020 1
X.06.8704A-06_01"
CI.92.Abt96
AB.CM.3.03CM_510_03 --RN--I--YNG-
H2 01 AB.CI. 99.7312A --RN--I--YDG-
H2~01”AB.JP.04.NMC307
Ho-01-AB. 3p07 - NMET 1601
H2-01 AB.JP.08.NMC842”16
U.CI.07.07IC TNP3
U.FR.96.12032
U.US .08 NWKO8

O WWWWIOW >>>>>>>>>>P>>>>>P>>>>PP P>
)
=

MAC.US.x 1A1
MAC.US.x.251"32H PJ5
MAC.US.x. BK28
MAC.US.x.MM142_IVMXX
MNE.US . x.MNEG27
SMM.CI.79.SIVsmCI2 -
SMM.LR.89.SIVsmLIB1 Al F A A R -R---Q--G
SMM.SL.92.SIVsmSL92A L-IF-S---TY e I-Q--GHI--G-A-
SMM.SL.92.SL92B . “EA -AIV LI----G-V--G-A-
SMM.US.04.G078
SMM. US.04.G932
SMM.US.04.M919
SMM. US.04.M922
SMM.US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM. US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM.US.05.D215
SMM. US. G.FTﬂ
.86.CFU212
SMM.US.x.F236_H4

STM.US.89.STM_37_16

HIV-2 Proteins

AUy
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1014 ¢-AIH -

SUId

MAC.

R e e e b b e e r P b b S S o S
o
=

CI.

AB.C
H2 0
H2"0
H2~0
H2"0

sul9104d ¢-AlH

US.x.239
.88.UC2

.X.BEN

.x PEI2 KR_KRCG
.x.51082

0.LA38

.01.LA42
.02.LA36GomM
.LA37

.87.D194

.x.ISY SBL_6669 85
.X.MCNI3 ~ -
.03.20P2C9 8

.03.29P2E9 6
.87.CAM2CG™

X
.07.NNVA
.OslgMC7867clonei4l

gxxxxxxxxxxxxxxxxxxxxxxx
BN -

.ROD
.86.ST_JSP4_27

186.D205 ALT
101.IMCI"KRO20_1
92.Abt96

M.03.03CM_510_03

1 _AB.CI.90.7312A

1AB.JP.04.NMC307_20
1"AB.JP.07.NMC716_01
1_AB.JP.08.NMC842_10

U.CI.07.07IC TNP3
U.FR.96.12034
U.US.08.NWK08
MAC.US.x.17ECL
MAC.US.x.251 1A11
MAC.US.x.251 32H P15
MAC.US.x.251 BK2
MAC.US.x.MM142 TIVMXX
MNE.US.82.MNE 8
MNE.US.x.MNEO27
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
SMM.SL.92.SL92B

SMM. US.04.G078

SMM. US.04.G932

SMM. US.04.M919

SMM. US.04.M922
SMM.US.04.M923

SMM. US.04.M926

SMM. US.04.M934

SMM. US.04.M935

SMM. US.04.M940

SMM. US.04.M946

SMM. US.04.M947

SMM. US.04.M949

SMM. US.04.M950
SMM.US.04.M951

SMM. US.04.M952
SMM.US. 5.0215
SMM.US.06.F 3

SMM. US. 1.SI SmEGGG FL10
SMM.US.86.C

SMM. US. x. F236 H4

SMM. US.x.H9
SMM.US.x.PBJA

SMM. US.x.PGM53

SMM. US. x.SME543
SMM.US.x.pE660.CG7G
STM.US.89.STM_37_16

Nef start R17Y mutation premature stop in Mac239 max HIV-1 similarity

MGGAISMRRSRPSGDLRORLLRARGETYGRLLGEVEDGYSQSPGGLDKGLSSLSCE GOKYNQGQYMNTPWRN.PAEEREKLAYRKONMDDIDE:DDD.LVGV.SVRPKVPLRTMSYKLAIDMSHFIKEKGGLEGIYYSARRHRILDIYLEKEEGIIPDWODYTSGPG
--ASG-KKL-KQ-QG--E------- GG-V-QCSASGGES - - -Q- - SGREQK -

--ASG-KKL-KH-RG--E -DG--KQ

--ASG- KKC--SLOG--

--ASG-KE- - - -ARG- - E
--ASG-KTP-

-SGG--L--QE-SGREQN-P
W-A V-HQEES-REQ-LP
ES---QE-SGR-QN

-GE P
-A--S-GGYKDLGGE - L»»OEESGREQR P-Y
-AG-C-EYWN-LGGE-L--QE-SGREQR-P- -

- GSGE H--S-R-QNA

SGG

-LGGK- - - -QERSGREQK -P- -
-S-GRW-GS-G--L--QE-SGREQNLP
foGRCfGSDGf—L*FHEESGREQN*P
-C-GRCN-S-G--L-F HE-S-REQR-P
-GRCNGS-GE-L - -QE-SGREQK -
AC-GYWN - SGGE - -RFQE-S-REQK-
- -AS - GHWDKLGGE - --OE SGR-QK-

[=l=l=l=l=l=l=1=)

Q-C--
0,

R-Q
R-Q
--ASG-KK- - - - -RG- 0-Q
- -ASG-KKH- - - PRG- -E QNH
--ASG-KK--KL-0G- - R-Q
KK R-R
~AGAC - GHWD - LGGE-L--QEES-R-0K- R-Q--D
TAGAC CvRaroas LT IOE SeREqKip R-Q--E
SG-KK- - - --QG-Q- -AGAC-GYWN-LGGE - - -QE - SGREQK-P Q-Q--D
- -ASG-KKQ-K- -RG- -E - --S-EGHR-LGGE - L- - QEESGREQR-R R-Q--E
--ASG-K- - -K--0G-Q- Q-Q--D
K- ---LQG-QE---Q-----C-- R-Q--D
R-Q--D
R-Q--D
R-Q--D
R-Q--D
- R-QE-D- -
-Q
-Q
R
-R
-Q
-Q
-Q
-Q
-Q
-Q

IO o et Ve L GV TG T T Vo VT TG T T T, Y0 )
272 POTPPTPTOTPTITTO090990
m

--ASG-KK--E--RG--E
--S G- KKQ KQQRG- -E

R

...Q-DA-ES--D-E..
©.Q-GIE-S--DNE.
--5-G-KK-APQQLG- -K L <-T--A-----X--N--V-SD-N-
--5-G-KK- -EQQRG- -E - -s- - NP N .LGA-GGG. . ..Q--A-ES--D-E..
--5-6-KKQ-KQQRG- -E .-GA-GGG. . . .Q-DIEED- -DNE. .

--5-G-KKQ-K-PRG- -E . -GA-GG. . . .GQ-DIEED--D-E.
--5-G-KKQ-K-LRG- -E NA.-GA-GG. . . .GQ-DIEED--D-E.
--5-G-KKQ-K-LRE--E .-GA-GG. .. .GQ-DIEEDN-DNE. .
- -ASG-KK- -KQA-R--E---Q--------- WDGL-E- - - - -R- - SGRD-NLP- Y- --G-G-»»K--O---»»V Sp-.-
---5--KKH-KR- -K- -E N--o-W-GL--FELYQ--S6-D.--RF-- A Q v
---NT-SKP-KRRCG- - E E-----R-E=G--S

--WEGL-E--L-PR-E-GRDW- - -

--WEGL-E--G--L-ASG---NLPC-

Q----WDTL-E-SQR- O--SGRDWNLH
L E-SQ--Q--

~ ASG-KKQRKQH-E - -E- -~ ------- K- -EGLGE-SGP-Q-AS- - -N-H--- .. .P-Re-E--F---- K- -A-SA-E--Q- -~ -V--E--N.---- A-H-Ro---

163
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1014 T-AIH ¢

SuI

60v

MAC.US.x.239
CI.88.UC2
.X.BEN
DE.x PEI2 KR_KRCG
ES.x.51084
FR.00.LA38

1.LA42
FR.02.LA36GomM
A37

.87.D194
GM.x.ISY SBL_6669_85
.X.MCNI3 ~ -
GW.03.20P2C9 8

GW.03.29P2E9_6
GW.87.CAM2CG™

GW.x.
IN.O7.NNVA
JP.08.NMC786 clone 41
PT.x.1096
PT.x.1139
PT.x.1147
PT.x.1215
PT.x.1227
.x.1320
PT.x.138
PT.x.1395
PT.x.1543
PT.x.1544
PT.x.268
PT.x.427d
PT.x.483
PT.x.511
PT.x.741
PT.x.794
PT.x.956
PT.x.ALI
PT.x.B1 1
PT.x.EP_
PT.x.LF3
PT.x.MP2
PT.x.P1
SN.85.R0OD
SN.86.ST_JSP4_27

186.D205 ALT

JP.01.IMCI"KRO20_1
CI.92.Abt96

AB.CM.03.03CM_510_03

H2 01 AB.CI.90.7312A

H2 01 AB.JP.04.NMC307 20

H2 01 AB.JP.07 .NMC716 01

H2~01-AB.JP.08.NMC842"10

U.CI.07.07IC TNP3

U.FR.96.12032

U.US .08 . NWKDS

MAC.US.x.17ECL

MAC.US.x.251 1A11

R e e b o e P o e 2P P S Y
o
=

US X! K.
MAC U3 X MM142. TVMXX
MNE.US.82.MNE_8
MNE.US . x . MNEG27
SMM. CT.79.SIVsmCI2
SMM.LR.89.5TVsmLIB1
SMM.SL.92.5TVsmSL92A
SMM.SL.92.51928

SMM. US.04.G078
SMM. US.04.G932
SMM.US.04.M919
SMM. US.04.M922
SMM.US.04.M923
SMM. US.04.M926
SMM. US.04.M934
SMM. US.04.M935
SMM. US.04.M940
SMM. US.04.M946
SMM. US.04.M947
SMM. US.04.M949
SMM. US.04.M950
SMM.US.04.M951
SMM. US.04.M952
SMM. US. 5.0215
SMM.US.06.F 3
SMM. US. 1.SI SmEGGG FL10
SMM.US.86.C
SMM. US. x. F236 H4
SMM. US. x.H9
SMM.US.x.PBJA
SMM. US.x.PGM53
SMM. US. x.SME543
SMM. US.x.pE660.CG7G
.8

9.STM 37_16

max HIV-1 similarit

IRYPKTFGWLWKLVPVNVSDEAQ. . .

HIV-2 Proteins

.EDEEHYLMHPAOTSQWDDPWGEVLAWKFDPTLAYTYEAYVRYPEEF

QH--T-I-R---K--HD-I-FRL-
“H--T-V-R---M--HE-T----H
-H--T-V-R-- -M- -HD- - - FKKF
“H--T-V----HM---E-T-F
“H--T-V-R--SK--

-H-QT-V-R---M--
LH--T-V-E---M--

QH--T-V-R---M--FD-V-FRL-
“HR-T-V-R- - -M- - -E-K-FNL-

S---FN-F---V.-YQ---P-K-WKA--K. .
S---FN-H----.-YQ--MP-K-WKA- -K.

GSKSGLSEEEVRRRLT.
< -H-- - -P-K-WKAK-K. .
H----P-K-WKAK-K .
-Y----P---WKAK-K: .

-H----P-D-WKA- -K. .
“H----P---WKA--K. |

W----T-

normal Nef end

.ARGLLNM. . . ADKKETR+

.S-KKP- HKKOHGAE GS-

-A.
W----T- ——ANKPKPOKK

PN

SuI0IJ ATS/T-ATH
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